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CONSENT FOR RELEASE OF CLINICAL SEQUENCE DATA
Signatures:
PATIENT INFORMATION 
The Developmental and Neurogenetics Laboratory-Sequencing (DNL-Seq) will release clinical sequence data to the ordering healthcare provider for a $250.00 fee (fee includes hard drive & shipping costs to a single address).  DNL-Seq does not release data directly to patients/patients families.  Standard format of data release will be VCF.  Alternate data formats (e.g BAM, Fastq) are available if requested.  This form represents a one-time request for release/shipping of data.  Any subsequent requests will require complete request form and will incur an additional $250.00 fee.
Mailing Address (Hard drive will be shipped to this address):
Reason for Release:
I understand the raw data files contain protected health information and I will treat the data accordingly.  The files contain variants called by the primary analysis software.  These variants may be erroneous for a number of reason including low coverage, incorrect mapping or sequencing errors (as stated in the limitations of the test on final patient report).  Consequently, all variants identified in this data should be confirmed by an orthologous method in a clinical laboratory prior to medical decisions being made.  The data may include disease causing variation in genes that the patient may not want to know about.  Any use of this data should be with the consent and understanding of the patient/guardian.
Health Care Provider Consent:
Reason for Release:
Exp. Date:
Credit Card Information:
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