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SAMPLE SUBMISSION FORM -- Sequencing Services
Gender:
Specimen Source:
PATIENT SAMPLE INFORMATION  (required)
PATIENT INFORMATION - Proband (required)
DELIVER REPORT TO:  (required)
Reason for test:
Gender:
Gender:
Gender:
Gender:
WGS or WES Testing, Additional Family Member Testing, or Known Familial Variant (KFV) Testing 
 ( For known familial variant testing we require copy of report with requested variants circled and DNA from an individual with the requested variant)
TEST SELECTION
Whole Genome Sequencing Data Analysis  - Prior arrangement with lab required
Whole Genome Sequencing
Custom Clinical Sequencing Known Familial Variant
Custom Clinical Sequencing-ProBand
Whole Exome Sequencing
Whole Exome Sequencing - Trio
Whole Exome Sequencing Data Analysis - Prior arrangement with lab required
Whole Exome Sequencing - Duo
Whole Exome Sequencing - Quad
Whole Genome Sequencing
Whole Genome Sequencing
Whole Genome Sequencing
DNA Extract and Hold
BILLING INFORMATION
1: Institutional Billing Information  
INSTITUTION BILLING ADDRESS STAMP 
2: Patient Billing  (This section required for patient and/or insurance billing) 
We will courtesy bill the insurance based on the prior approval by your insurance company. The patient is responsible for any deductible and/or any copay fees not covered by insurance. 
The following information must be submitted to bill the insurance company:
● The "patient billing" section above must be completed.
● Copy of both sides of the insurance card (must be readable)
● An authorization # or letter of agreement from insurance company to Developmental and Neurogenetics Laboratory, if available.
3: Insurance Billing (Must also complete Section 2) 
AUTHORIZATION TO ASSIGN BENEFITS AND ACCEPT FINANCIAL RESPONSIBILITY FOR MY ACCOUNT 
Note: Developmental and Neurogenetics Laboratory cannot proceed with testing of specimen on insurance bill cases without a signature below.
I assign and authorize insurance payments to The Medical College of Wisconsin, Developmental and Neurogenetics Laboratory.  I understand my insurance carrier may not approve and reimburse my medical genetic services in full due to usual and customary rate limits, benefit exclusions, coverage limits, lack of authorization, medical necessity or otherwise.  I understand I am responsible for fees not paid in full, co-payments, and policy deductibles where my liability by contract or State and Federal law.
CUSTOM CLINICAL SEQUENCING INFORMATION
PATIENT INFORMATION
PATIENT SAMPLE INFORMATION
SECTION A - REQUIRED
SECTION A
SECTION C
OR
Transcript ID (NM #)
cDNA position#
Genomic Position - Start
Genome Build #
Nucleotide Reference
Nucleotide Variant
Zygosity (Het, Homo, Hemi)
HUGO Gene
SECTION B
SECTION B or C - REQUIRED
c.255
Chr #
6
Variant
 Name
Genomic Position - End
SNV example:
C
A
Heterozygosity
36
572433
NM_425
MSH2
MSH2_var1
DEL example:
JAG1
- -
c.852_853
10633149
20
37
Heterozygosity
TG
NM_000214.2
JAG1_var1
10633150
572433
This test examines the entire human genome for DNA variants.  We classify the test results into two types:         
1.  Primary Results: DNA variants likely to be  responsible for the disorder under investigation in my/my child's case.  Primary Results will always be included in the laboratory report.
 
2.  Incidental Findings: DNA variants that are not likely to be responsible for the disorder under investigation in my/my child's case but were seen in the process of finding the Primary Result.  Incidental Findings that cause a childhood onset disorder where medical intervention can prevent or decrease the effect of a disease will always be included in the laboratory report.
Indicate the types of Incidental Findings you wish to have reported in addition to the required results (check boxes below):
SAMPLE SUBMISSION FORM
Request Concerning Incidental Findings Found By Whole Exome/Genome Sequencing
PATIENT INFORMATION (Required)
It is recommended that the patient/family receive genetic counseling regarding whole exome/genome sequencingbefore and after the test.  My signature below indicates that I have been informed of the following facts about the whole exome/genome sequencing test and that I have had the opportunity to have any questions answered. 
This test will be performed to find the genetic basis of my/my child's disorder.
1.  I may learn that one or more DNA differences called variants in one or more genes are likely to explain the cause of 
     the disorder in me/my child.
 
2.  I may learn that no specific DNA variants were detected that may explain my/my child's disorder.  This outcome does not mean thatI/my child do not have a genetic disorder.
 
3.  I may learn that one or more DNA variants were identified that may cause medical conditions that are unrelated to  my/my child's disorder.  These are referred to as Incidental Findings.  Efforts will be made to limit the number of Incidental Findings.
OR
Signatures (Sign here to provide consent and print name following signature)
Blood Specimen Requirements
DNA Requirements
Data Only
    DELIVERY ACCEPTED:  Monday - Friday
SPECIMEN REQUIREMENTS AND SHIPPING INSTRUCTIONS
Shipping Instructions
Ship All Sequencing Specimens to: 
 
Developmental and Neurogenetics Laboratory - Sequencing
Genomic Sciences and Precision Medicine Center
Medical College of Wisconsin
HRC H5200
8701 Watertown Plank Rd.
Milwaukee, WI 53226
Submitter responsible for shipping costs.          
● 
Collect 2-4ml of whole blood in EDTA (purple top) tube.  2 EDTA tubes containing 2-4 ml of whole blood per patient preferred. 
● 
For infants, collect a minimum of 1ml of blood.
● 
Label the specimen with at least two identifiers; patient name and date of birth are preferred.  
● 
Ship blood in tubes at room temperature in an insulated container.
● 
Specimen should be submitted within 48 hours of collection.  Every attempt will be made to process samples older than 48 hours.
● 
Possible reason for sample rejection: - Coagulated sample
- Qty less than 1ml
- Specimen collected in wrong tube
- Unlabeled sample
● 
Submit a screw cap tube of at least 10ug of purified (PureGene preferred) DNA at a concentration of at least 75ng/µl with a 260/280 purity ratio of 1.75 - 2.0.  DNA may be shipped at room temperature.
● 
Label the specimen with at least two identifiers; patient name and date of birth are preferred.  
● 
We only accept genomic DNA for testing.  We do not accept products of whole genome amplification reactions or other amplification reactions. 
● 
Sanger sequencing specimen requirements:  Screw cap tube of 500ng of DNA (Minimum of 50ng/µl) with a 260/280 purity ratio of 1.75 - 2.0  for each variant.
● 
Prior arrangements with lab must be made before submitting data.
Contact lab at (414) 955-2550
● 
Label the specimen with at least two identifiers; patient name and date of birth are preferred.  
 AFTER CONTACTING LAB:
● 
Send data on encrypted media/hard drive.  Provide encryption method and key.
● 
Always retain original data source; we are not responsible for damage during shipping.
● 
Media/hard drive returnable upon requestor's expense.   
● 
Reason for rejection: - Failure to make prior arrangements with lab for sample submission.
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